Predicting patient outcomes (TNBC) based on positions of cancer islands







































































21	 80	 1	 229	
22	 1011	 2	 128	
23	 1174	 4	 198	
26	 345	 7	 66	
27	 1153	 8	 177	
28	 449	 12	 199	
30	 324	 13	 148	
33	 123	 16	 243	
34	 103	 17	 375	
35	 367	 	 	
36	 758	 	 	
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39	 86	 	 	











































pixels,	 y-axis	 is	 the	 fraction	of	 sub-images.	Results	 for	patients	with	poor/good	
outcome	is	in	red/blue,	respectively.	
o Sampled	sub-images	in	the	prediction	subset	to	illustrate	the	relationship	between	
predicted-probability	and	CD8-cancer	pattern.
	
Figure	4:	Sampled	sub-images	with	increasing	probability	predicted	to	be	“good”.	
In	this	figure,	from	top	to	bottom,	from	left	to	right,	the	possibility	predicted	to	be	
good	is	increasing.	
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